pl7 Epitope 1-10

CONSENSUS-B
EPITOPE #

POO~NOUDAWNE

0
CONSENSUS-B

CONSENSUS-A
U455
92UG037
BZ126B
VI59
VI310
VI57
K112
K88

K29

K7

K98

K89
VI32
VI415
Cl4
LBV23
TN243
TN245
AE_CM240
CI20
CI59
LBV2310
CI51
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B
CismMBC
HXB2R
LAI-LW123
AD8
WR27
SF2
BzZ167
PH153
PH136
TB132
BZ190
LAI

MN
JH31
JRCSF
JRFL
[0)4]
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uUG280
YUu2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22

kirLRPgGkkkYKL
HLA
KIRLRPGGK (A3)
KIRLRPGGK (A3.1)
KIRLRPGGKK (B27)
KIRLRPGGKKKYKL (B62)
IRLRPGGKK (B27)

RLRPGGKKKY  (B42)
RLRPGGKKKY  (A3.1)
RLRPGGKKKY  (Bw62)
RLRPGGKKKY  (A*03)
RLRPGGKKKY  (A3)

KirLRPgGKkkYKL

eemeee-R-Q-R-
____________ R-

CONSENSUS-B

GAG15
WEAU160
1-1

25

3-13

4-7
3202A12
3202A21

CONSENSUS-C
ETH2220
92BR025
uG268

SM145

ZAM18

ZAM19 --H-MI
ZAM20 --H-MI
DJ259 --K-----R-R-M-
VI313 R-K-K-----H-MM
NOF
KON

CONSENSUS-D
84ZR085
94UG114.1
ELI

7276

NDK

V1205
G109

K31

uG274
uG270
SE365
V1203

CONSENSUS-F
93BR020.1
VI174

V169

BZ162

VI325

BZ163B

CONSENSUS-G
92NG083
93NG003
LBv217

CONSENSUS-H
V1525

VI557

90CR056

CONSENSUS-J
SE7022
SE7887

CONSENSUS-O
ANT70
MVP5180

CONSENSUS-CPZ ?7?------?-?-M?
CPZGAB
CPZANT

R-K-K----H-MM
<K --e=-C-MM
S J— H-MI
—H-MI

Q-RI

?---2--S--2-R-
Q---K--S---R-
R------S--A-R-

I-119
DEC 97

HIV CTL Epitopes

pl7 Epitope 11-15

CONSENSUS-B
EPITOPE #

11

12

13

14

15

CONSENSUS-B

CONSENSUS-A
U455
92UG037
BZ126B
VI59
VI310
VI57
K112
K88

K29

K7

K98

K89
VI32
VI415
Cl4
LBV23
TN243
TN245
AE_CM240
CI20
CI59
LBV2310
cI51
IC144
DJ258
CcM238
UG266
Q23

CONSENSUS-B
C18MBC
HXB2R
LAI-LW123
AD8
WR27
SF2
BZ167
PH153
PH136
TB132
BZ190
LAI

MN
JH31
JRCSF
JRFL
ovI
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uG280
Yu2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

3-13

LRPgGKKKYKLKHIV
HLA
LRPGGKKKYKLKHIV (B8)
LRPGGKKKYKLKHIV (not BS8)
GGKKKYKLK  (B8)
GGKKKYKL (B8)
GGKKKYKLKHIV (B8)

LRPgGKKKYKLKHiV

_________ r---|-
weeN---R--L-

----- R---RM--L-
wee-Re-e-M--L-
cr=-R---R--L-

R---L-

<---R-Q-R---L-



HIV CTL Epitopes

CONSENSUS-B  ---ememmememees p17 Epitope 16 CONSENSUS-C ~ h-M?--I--
4-7 92BR025 H-MM--L--
3202A12 Epitope 16 KYKLKHIVW (A24) uG268 C-MM--L--
3202A21 SM145 H-MI--L--

CONSENSUS-B  KYKLKHiVw ZAM18 H-MI--L--
CONSENSUS-C ZAM19 H-MI--L--
ETH2220 CONSENSUS-A  --r---I-- ZAM20 H-MI--L--
92BR025 U455 --R---L-- DJ259 R-M---L--
UG268 92UG037 --R---L-- VI313
SM145 BZ126B Q-RM--L-- NOF
ZAM18 VI59 Q-R---L-$ KON
ZAM19 VI310 Q-R---L--
ZAM20 VI57 ~R--L-- CONSENSUS-D
DJ259 K112 ~RI--L- 84ZR085
VI313 K88 ~RM--L-- 94UG114.1
NOF K29 ~RM--L-- ELI
KON K7 2276

K98 NDK
CONSENSUS-D K89 VI205
84ZR085 VI32 ~-RM--L-- G109
94UG114.1 VI415 ~-RM--L-- K31
ELI cla ~RM--LI- UG274
2276 LBV23 --RM--L-- UG270
NDK TN243 —-RM--L-- SE365
VI205 TN245 —-M--L-- VI203
G109 AE_CM240 ~R--L--
K31 CI%0 Rl CONSENSUS-F L
UG274 CI59 Reel 93BR020.1 ~R---L--
UG270 LBV2310 Rl VI174 ~-RM--L--
SE365 CcI51 Q-R-—--L-- V169 ---M--LI-
VI203 |C144 SRel BZ162 ~R---L--

R VI325 ~R---L--

CONSENSUS-F e R BZ163B Sl
93BR020.1 Ueres Lo
VI174 023 e CONSENSUS-G  --rm--I--
VI69 Y N (e lo):  J—
BZ162 N 93NG003 ~-RM--L--
VI325 wee-SenRe--L- g%\',\,?BE(’:\'SUS B LBV217 ~-RM--L--
BZ163B S S FIXB2R SE6165 X-Xl--L--
CONSENSUS-G LAI-LW123 CONSENSUS-H ~ --R---L--
92NG083 AD8 VI525 Q-R---L--
93NG003 WR27 VI557 ~R---L-
LBV217 SF2 90CRO56 R---L-
SE6165 cmme XXl Le BZ167

PH153 CONSENSUS-J  Q-RI--L--
CONSENSUS-H ~ --ceems R---L- PH136 SE7022 Q-RI--L--
VI525 ween-Q-Re--L- TB132 SE7887 Q-RI--L--
VI557 S I BZ190
90CR056 LAI CONSENSUS-O  ?-R---L--

MN ANT70 --R---L--
CONSENSUS-J JH31 MVP5180 A-R--L--
SE7022 JRCSF
SE7887 JRFL CONSENSUS-CPZ ?-M?--L--

oyl CPZGAB R-MM--L--
CONSENSUS-O  -?--S--7-R---L- NY5CG CPZANT ~Ml--L--
ANT70 -K=-Seee-Ro-L- NLA3
MVP5180 we-S-A-R---L- choal
CONSENSUS-CPZ -----?-2-M?--L- HAN
CPZGAB —-R-R-MM--L- camt
CPZANT MI--L A

UG280

YU2

YU10

BCSG3C

P896

GAG46

MANC

GAG314

GAG22

GAG15

WEAU160

1-1

25

3-13

47

3202A12

3202A21

CONSENSUS-C
ETH2220

I-120
DEC 97



pl7 Epitope 17

Epitope 17
CONSENSUS-B

CONSENSUS-A
U455
92UG037
BZ126B
VI59
VI310
VIS7
K112
K88

K29

K7

K98

K89
VI32
V1415
cl4
LBV23
TN243
TN245
AE_CM240
CI20
CI59
LBV2310
CI51
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B
CisMBC
HXB2R
LAI-LW123
AD8
WR27
SF2
BZ167
PH153
PH136
TB132
BZ190
LAI

MN
JH31
JRCSF
JRFL
()]
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uG280
YU2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

3-13

4-7
3202A12
3202A21

CONSENSUS-C
ETH2220

WASRELERF (B*3501)

WASreLERF

CONSENSUS-C

92BR025
uG268
SM145
ZAM18
ZAM19
ZAM20
DJ259
VI313
NOF
KON e

CONSENSUS-D ~ ---------
84ZR085 @ ---eee-
94UG114.1 -----e---
ELI
7276
NDK
V1205
G109
K31
uG274
uG270
SE365
V1203

CONSENSUS-F = --------
93BR020.1
VI174

V169
BZ162
VI325
BZ163B

CONSENSUS-G =~ ---------
92NG083
93NG003
LBVvV217
SE6165

CONSENSUS-H =~ -=----m--
V1525
VI557
90CR056 -

CONSENSUS-J  ------ D--
SE7022 @ -
SE7887 -

CONSENSUS-O  =-ememe ”
ANT70
MVP5180

CONSENSUS-CPZ --??--?--
CPZGAB  —eeeee-
CPZANT --RS--Q--

I-121
DEC 97

HIV CTL Epitopes

pl7 Epitope 18

Epitope 18
CONSENSUS-B

CONSENSUS-A
U455
92UG037
BZ126B
VI59
VI310
VI57
K112
K88

K29

K7

K98

K89
VI32
VI415
cla
LBV23
TN243
TN245
AE_CM240
CI20
CI59
LBV2310
cis1
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B
C18MBC
HXB2R
LAI-LW123
AD8
WR27
SF2
Bz167
PH153
PH136
TB132
BZ190
LAI

MN
JH31
JRCSF
JRFL
ovI
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uG280
YU2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

3-13

4-7
3202A12
3202A21

CONSENSUS-C
ETH2220

GSEELRSLY (A1)
GsEEIrSly




HIV CTL Epitopes

CONSENSUS-C ~ -T-----?

92BR025 “TK--I--H
UG268 -TD---—--
SM145 iy p— E
ZAM18 T---K--F
ZAM19 -T---K--H
ZAM20 iy
DJ259 Iy —
VI313 “TK--I--H
NOF T--K---
KON iy p— E

CONSENSUS-D  ----- K---
84ZR085 - -
94UG114.1 K-
ELI
7276
NDK
VI205 —-K-IK--F
G109 ---D-K---
K31 J—
uG274 —-IK--F
UG270 —-VK--F
SE365 e
VI203

CONSENSUS-F
93BR020.1
VI174

VI69

BZ162

VI325

BZ163B = -

CONSENSUS-G ~ -T--k~-F
92NG083 i
93NG003 TeIK-F
LBV217 TeeKeF
SE6165 ToxKo

CONSENSUS-H  -T---g--F
V1525 -T---Q--F
VIS57 T---Q--F
90CR056 -T---K--F

CONSENSUS-J  -T?-IK--
SE7022 )
SE7887 Tx-IK--

CONSENSUS-O  --22-2--W
ANT70 ~-DS-Q--W
MVP5180 DKW

CONSENSUS-CPZ ?-2??7?--F
CPZGAB -—-G----F
CPZANT R-P-lI--F

pl7 Epitope 19

Epitope 19 ELRSLYNTV (B8)

CONSENSUS-B ElrSlyNtv

CONSENSUS-A  ----- foon
U455 e
92UG037  eeeeeee
BZ126B
VI59
VI310
VI57
K112
K88

K29

K7

K98

K89

VI32
VI415
cla
LBV23
TN243
TN245
AE_CM240
CI20
CI59
LBV2310
Cis1
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B
C18MBC
HXB2R
LAI-LW123
AD8
WR27
SF2
BZ167
PH153
PH136
TB132
BZ190
LAI

MN
JH31
JRCSF
JRFL
ovI
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uUG280
YU2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

3-13

4-7
3202A12
3202A21

CONSENSUS-C
ETH2220

I-122
DEC 97

CONSENSUS-C - .

92BR025 —]--H---
uUG268 e
SM145 - E---
ZAM18 —-K--F---
ZAM19 --K--H-A-
ZAM20 e
DJ259 e
V1313 —]--H---
NOF N G—
KON F---

CONSENSUS-D  --k--—---
84ZR085 R —
94UG114.1 | —
ELI
z2z26 - (=
NDK N [—
V1205 -IK--F---
G109 D-K------
K31 [ —
UG274 -IK--F---
uG270 -VK--F---
SE365 000 - |
V1203 —-K--F---

CONSENSUS-F = ---------
93BR020.1
VI174
V169
BZ162
VI325
Bz163B = -

CONSENSUS-G  --k--F---
92NG083 - =
93NG003 AK—-F—-
LBV217 —K-—-F-A-
SE6165 XK-me-AA-

CONSENSUS-H  --g--F-LI
V1525 -Q--F-LL
VI557 -Q--F-LL
90CR056 --K--F-L-

CONSENSUS-J  -IK=---
SE7022 pan
SE7887 AR e

CONSENSUS-O  ?-?--W-Al
ANT70 S-Q--W-Al
MVP5180 D-K--W-Al

CONSENSUS-CPZ ??7?--F--?
CPZGAB G----F--L
CPZANT ll--F--1



pl7 Epitope 20-21

CONSENSUS-B  SlyNtvAtl

EPITOPE # HLA
20 SLYNTVATL (A2)
21 SLYNTVATL (A*0201)

CONSENSUS-B  SlyNtvAtl

CONSENSUS-A
U455
92UG037
BzZ126B
VI59
VI310
VI57
K112

K88

K29

K7

K98

K89

VI32
V1415
Cl4
LBV23
TN243
TN245
AE_CM240
Cl20
CI59
LBV2310
Ci51
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B~ ---------
C1i8MBC
HXB2R
LAI-LW123
AD8
WR27
SF2
BZ167
PH153
PH136
TB132
BZ190
LAI

MN
JH31
JRCSF
JRFL
ovi
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uG280
YU2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

3-13

4-7
3202A12
3202A21

CONSENSUS-C =~ --?------

ETH2220 Fe
92BR025 T
UG268  eemeee
SM145 Foeee
ZAM18 FeVe
ZAM19 —H-A--V-
ZAM20 e
DJ259
VI313
NOF
KON

CONSENSUS-D  -----mees
84ZR085
94UG114.1
ELI

7276

NDK ~ eeeeeee
VI205 =
G109
K31
UG274
UG270 =
SE365 e eee
VI203 Fee

CONSENSUS-F ~ ------- V-
93BR020.1 SR VA
VIl74 --F--IVV-
VIe9 0 V-
BZ162 e V-
VI325 —-F---V--
Bz163B = - V-

CONSENSUS-G =~ --F---—---
92NG083
93NG003
LBVvV217
SE6165

CONSENSUS-H  —-F-Ll-v-
VI525 —F-LL-V-
VI557 —F-LL-—
90CR056 —F-L--V-

CONSENSUS-J  ---------
SE7022 e
SE7887 -

CONSENSUS-O  --W-AI?V-
ANT70 ~W-AIVV-
MVP5180 ~W-Al-V-

CONSENSUS-CPZ ~-F--??V-
CPZGAB —F--L-V-
CPZANT ~F--ICV-

I-123
DEC 97

HIV CTL Epitopes

pl7 Epitope 22
Epitope 22  TLYCVHQRI (A1l)
CONSENSUS-B tlYCVHQrI

CONSENSUS-A  -=---emmv
U455 Voeoeoee
92UG037 e
BZ126B
VI59
VI310
VI57
K112

K88

K29

K7

K98

K89

VI32
VI415

cla
LBV23
TN243
TN245
AE_CM240
CI20
CI59
LBV2310
cis1
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B
C18MBC
HXB2R
LAI-LW123
AD8
WR27
SF2
Bz167
PH153
PH136
TB132
BZ190
LAI

MN
JH31
JRCSF
JRFL
ovI
NY5CG
NL43
CDC41
HAN
CAM1
RF

D31
uG280
YU2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

3-13

4-7
3202A12
3202A21

CONSENSUS-C =~ ------ ek-
ETH2220 ------- K-



HIV CTL Epitopes

CONSENSUS-C = ------ ek-

92BR025 = - EK-
uG268 0 e KG-
SM145 EK-
ZAM18 --W---ED-
ZAM19 V-----Kx-
ZAM20 - AG-
DJ259 - A--
VI3i3 e EK-
NOF - EK-
KON KN-

CONSENSUS-D - o
84ZR085 - K-
94UG114.1 - E--
= — KG-
274 R— E.
NDK e E-
(V71— K-
G109 e N--
[ A — AG-
uG274 e Ew
uG270 - E--
SE365
V1203

CONSENSUS-F  v--f-—--v
93BR020.1 V--Y---KV
VI174
VI69
BZ162
VI325
BZ163B

CONSENSUS-G =~ ---------
92NG083 K
93NGO003
LBVv217
SE6165 -

CONSENSUS-H  v--------
V1525
VI557
90CRO056

CONSENSUS-J  —--------
SE7022 -
SE7887 -

CONSENSUS-O  V-W---N-?
ANT70 VAWo-N-Y
MVP5180 V-W---N-F

CONSENSUS-CPZ V-W-?-2??
CPZGAB V-W-I-SD-
CPZANT V-W-—-KGE

pl7 Epitope 23-24

CONSENSUS-B  evkDTKEAL

EPITOPE # HLA
23 EIKDTKEAL (B8)
24 EIKDTKEAL (B60)

CONSENSUS-B  evkDTKEAL

CONSENSUS-A
U455
92UG037
BZ126B
VI59
VI310
VI57
K112

K88

K29

K7

K98

K89

VI32
V1415
Cl4
LBV23
TN243
TN245
AE_CM240
Cl20
CI59
LBV2310
CI51
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B~ ---------
C18MBC
HXB2R
LAI-LW123
AD8
WR27
SF2
Bz167
PH153
PH136
TB132
BZ190

LAI

MN

JH31
JRCSF
JRFL

ovI
NY5CG
NL43
CDC41
HAN
CAM1

RF

D31
uG280
YU2

YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

3-13

4-7
3202A12 -
3202A21 -

CONSENSUS-C  --r------

ETH2220
92BR025
UG268
SM145
ZAM18
ZAM19
ZAM20
DJ259
VI313
NOF
KON

CONSENSUS-D = ---------
84ZR085 B [—
94UG114.1 K-AS-----
ELI
7276
NDK
VI205 e
G109 e
K31 K-TN-----
uG274 K-T------
UuG270 K-A----
SE365
VI203

CONSENSUS-F = ---------
93BR020.1
VI174

V169
BZ162
V1325
Bz163B @~ -

CONSENSUS-G = —--------
92NG083
93NG003
LBvV217
SE6165

CONSENSUS-H [ o J—
V1525
VI557
90CRO056

CONSENSUS-J
SE7022

SE7887

CONSENSUS-O ?1?7--QQ-I
ANT70 KIG--QQ-I
MVP5180 DIR--QQ-I
CONSENSUS-CPZ ?7??--2?-?
CPZGAB T-E--QK--
CPZANT KI---EQ-V



pl7 Epitope 25-26

CONSENSUS-B dtgnssqvsqny
EPITOPE # HLA
25 DTGHSNQVSQNY (A33)
26 NSSKVSQNY (B35)

CONSENSUS-B dtgnssqvsqny

CONSENSUS-A  ---s--k-----
U455 N--S....----
92UG037
BzZ126B
VI59
VI310
VI57
K112

K88

K29

K7

K98

K89

VI32
V1415
Cl4
LBV23
TN243
TN245
AE_CM240 G--S--K-----
Cl20
CI59
LBV2310
Ci51
IC144
DJ258
CM238
UG266
Q23

CONSENSUS-B  ------------
C18MBC G----NP-----
HXB2R —e-H-N-mmmm-
LAI-LW123 I
AD8
WR27
SF2
BZ167
PH153
PH136
TB132
BZ190
LAI

MN

JH31
JRCSF
JRFL

ovI
NY5CG
NL43
CDC41
HAN
CAM1

RF

D31
uG280
Yu2
YU10
BCSG3C
P896
GAG46
MANC
GAG314
GAG22
GAG15
WEAU160
1-1

2-5

3-13

4-7
3202A12  emeeeeeee-
3202A21 @ emeeeeeeee-

CONSENSUS-C  ad?gk..-----

ETH2220 ADRGK..D----
92BR025

UG268

SM145

ZAM18

ZAM19 -
ZAM20 AD.GK..---F
DJ259 ADKGK..--—-F
VI313 ADNGK..-----
NOF A-KG...R.---
KON ADEK...I----
CONSENSUS-D

84ZR085

94UG114.1

ELI

7276

NDK JRp——
VI205

G109

K31

UG274 - S
uG270 N =
SE365

VI203

CONSENSUS-F  -K-....--—
93BR020.1

VI174

V169

BZ162

VI325

BZ163B

CONSENSUS-G =~ ??----7-----
92NG083 NE---NP-----
93NG003 [c] eam—
LBV217 -K-DN-------
SE6165 -KX--X--X---
CONSENSUS-H  -KekdnK-----
VI525 -KEKDKK-----
VI557 -K--GNKI----
90CR056 -KEKDNK-----
CONSENSUS-J  -KKDN-------
SE7022 -KKDN---=--=
SE7887 -KKDN--=---
CONSENSUS-O  ?-.S?R-?7---
ANT70 --.SAR-AG---
MVP5180 E-.SPR-T----
CONSENSUS-CPZ ??2??7?7??22?7--
CPZGAB GASA-AGI-G--
CPZANT CQRHL-GEGR--

I-125
DEC 97

HIV CTL Epitopes



